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HIGHLIGHTS

e Unique cross-disciplinary experience spanning analytical chemistry and biology
e Successfully set up/operate a proteomics platform in biology programs

e Outstanding collaboration record in a multidisciplinary environment

EDUCATION & TRAINING

e Postdoctoral Associate, Microbial Pathogenesis, Yale University 2009-present
e PhD, Analytical Chemistry, Indiana University (Bloomington, IN) 2008
e MS, Analytical Chemistry, Michigan State University (East Lansing, MI) 2003
e BS, Chemistry, Jilin University (Changchun, China) 2001

RESEARCH EXPERIENCE

Yale University, School of Medicine 2009-present

Advisor: Prof. Jorge E. Galan

e Discovered a novel post-translational modification on Rab GTPases mediated by a
Legionella effector protein (Nature 2011)

e Investigated in vivo metabolism of Campylobacter within host cells by quantitative
proteomics (PloS Pathog 2012)

e Characterized the dynamic composition of a multi-protein complex involved in bacterial
type I11 secretion systems (Science 2011)

e |dentified a new Salmonella virulence factor by proteomic profiling of the bacterial
secretome (PNAS 2011)

e Uncovered host substrates of a Salmonella virulence factor with tyrosine phosphatase
activity by phosphotyrosine proteomic profiling (work in progress)

Indiana University, Department of Chemistry 2003-2008
Advisor: Prof. David E. Clemmer

e Examined protein constituents of Chlamydia outer membrane envelope (JBacteriol 2010)
e Studied protein expression in a mouse model of Huntington’s disease (JPR 2007)

e Analyzed the plasma proteome using LC-ion mobility-MS instrumentation (JASMS 2007)

Michigan State University, Department of Chemistry 2001-2003
Advisor: Prof. Merlin L. Bruening
e Studied solute transport through ultrathin polyelectrolyte membranes (ChemMater 2004)



TEACHING EXPERIENCE

Associate Instructor, Department of Chemistry, Indiana University 2003-2006
Teaching Assistant, Department of Chemistry, Michigan State University 2001-2003
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